
Sample correspondence matrix α(ic)k 
 
i = run 
c = cluster 
k = consensus cluster (meta-cluster)  
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Consolidated consensus matrix 
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Scatterplot of instability measure for elements of S > 0.01 
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cluster 1=blue, 2=green, 3=red, 4=cyan, 5=magenta (normal) 
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cluster 1=blue, 2=green, 3=red, 4=cyan, 5=magenta (normal) 
 
Scattergram of S after final NMFi versus consensus (gamma) 
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Top 20 genes (w.r.t. S coefficients) for each cluster  
(we show a fragment of ST) 
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REG3A
DEFA5
REG1B
REG1A
REG4
REG4
FCGBP
MUC2
SPINK4
UGT2B17
CLCA1
ITLN1
OLFM4
SLC4A4
CA2
CA4
C6orf105
LOC253012
SI
CLCA4
MS4A12
ADH1A /// ADH1B /// ADH1
ZG16
CEACAM7
CEACAM7
CEACAM7
LRRC19
SLC26A3
HSD17B2
CA1
PKIB
AQP8
GUCA2B
CEL
CEL
KRT23
LY6G6D
PLCB4
TDGF1
AXIN2
DACH1
ASCL2
CST1
NEBL
AZGP1
EREG
LGR5
CLDN1
NOX1
NOX1
AMACR
VAV3
LYZ
FCGR3A /// FCGR3B
GPR109B
IL8
POSTN
COL1A1
COL10A1
CSPG2
CSPG2
COL11A1
COL11A1
SPP1
CTHRC1
INHBA
SFRP4
FNDC1
COL8A1
COMP
COL10A1
SFRP2
MYH11
DMN
MAB21L2
SYNPO2
SYNPO2
CHRDL1
SYNPO2
SORBS2
PLN
FHL1
SORBS1
FABP4
SRPX
IGF1
CXCL12
ABI3BP
ADH1B
ADH1B
MS4A1
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